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Human p63Krsl/SAMK gene and encoded sequence 

1. atggagcagccgccggcgcctaagagtaaactaaaaaagctgagtgaagacagtttgactaagcagcctgaagaa 
1. HB QPPAPKSKZ<K KLSEDSI»TKQ PEB 

76 . gtttttgatgtattagagaagcttggagaagggtcttatggaagtgtatttaaagcaatacacaaggaatccggt 
26. VP DVL EKLGEGSYGSVFKAIH KBS G 

151. caagttgtcgcaattaaacaagtacctgttgaatcagatcttcaggaaataatcaaagaaatttccataatgcag 
51. Q VVAIKQVPVESD LQE IIK EISIMQ 

22 6 , caatgtgacagcccatatgttgtaaagtac tatggcagttattttaagaatacagacc tc tggattgttatggag 
76. QCp SP YVV K YYGSYFKNTDLW IV ME 

301 . tactgtggcgctggctctgtctcagacataattagattacgaaacaagacattaatagaagatgaaattgcaacc 

101. YCGAGSVSDX JRIiRNKTLZEDEXAT 

376. attcttaaatctacattgaaaggactagaatatttgcactttatgagaaaaatacacagagatataaaagctgga 

126. I L K S T Z. K 6 L E Y Z.H FMR R I H R D I KA G 

451 . aatattctcctcaatacagaaggacatgcaaaattggcagattttggagtggctggtcagttaacagatacaatg 

151.' NI LLNTEGHAKi:.ADFGVAGQLT DTM 

526 . gcaaaacgcaatactgtaataggaactccattttggatiggctcctgaggtgatticaagaaataggctataactgt 

176. AKR NTVIGTPPWM APEVIQEI GYNC 

601 . gtggccgacatctggtcccttggcattacttctatagaaatggctgaaggaaaacctccttatgctgatatacat 

201. VA D I W S L G I T S l E MA E G K P P YAD I H 

676 . ccaatgagggctatttttatgattcccacaaatccaccaccaacattcagaaagccagaactttggtccgatgat 

226. P M R A I F M I P T N P P P T F R K P E L W.S D D 

751 . ttcaccgattttgttaaaaagtgtttggtgaagaatcctgagcagagagctactgcaacacaacttttacagcat 

251. FTD FVKKCLV KNPE QRATATQLLQH 

826 . ccttttatcaagaatgccaaacctgtatcaatattaagagacctgatcacagaagctatggagatcaaagctaaa 

276. PF I KNAKPVS I LR D .L ITEAM B IRAK 

901. agacatgacgaacagcaacgagaa t tggaagaggaagaagaaaat tcggatgaagatgagc tggattcccacacc 

301.. RHDEQQRBLBE BE ENSDEDEL D S H T 

976 . atggtgaagactagtgtgggagagtgtggcaccatgcgggccacaagcacgatgagtgaaggggcccagaccatg 

326. MVKTSVGECGTMRAT STMSEGAQ. TM 

1051 . attgaacataatagcacgatgttggaatccgacttggggaccatggtgataaacagtgaggatgaggaagaagaa 

351. lE. HNSTMLESDLG TMVINSEDEEE E 

1126 . gatggaactatgaaaagaaatgcaacctcaccacaagtacaaagaccatctttcatggactactttgataagcaa 

376. D G T M K R N A T S P Q V Q R P S F M D Y F D K Q 

12 01 . gacttcaagaataagagtcacgaaaactgtaatcagaacatgcatgaacccttccctatgtccaaaaacgttttt 

401. DFKN KSHENCNQNMHEP FPMSKNVF 
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1276 . , cctgataactggaaagttcctcaagatggagactttgactttttgaaaaatctaagtttagaagaactacagatg 
426. PDNW KV.PQDGD F DFLKNLSLEELQM 

1351, cggttaaaagcactggaccccatgatggaacgggagatagaagaacttcgtcagagatacactgcgaaaagacag 
451. Rli K AL D PMMERE I E E LR Q RYTAKR Q 

1426. cccattctggatgcgatggatgcaaagaaaagaaggcagcaaaacttt * tga 1476 (SEQ ID NO:l) 
476. P I L D A M D A K K R R Q Q N F 491 (SEQ ID NO: 2) 

Bold: predicted region of p33/36 in the Krsl gene product, underline: antigen 
peptides 
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